S2
Figure S1. 2KQT's (a) average protein-backbone RMSD of residues 26-43 from Model 1 of its PDB structure and (b) average water content between residues 27-41 over the course of simulation time from high (red) and low (blue) initial water content. The stabilization of water content from 20-25 molecules in the former case (red) was achieved rapidly, whereas filling the dehydrated channel is kinetically limited for the case of 2KQT, and could not be achieved on the 6-ns time scale. Similar results were observed with all channel models, except that most rapidly filled (as well as emptied) on the 6-ns time scale, quickly reaching approximately the same hydration level determined from emptying as reported in Figure 1 . 
